
TNamed

fName
fTitle
fgIsA

@~TNamed
TNamed
TNamed
TNamed
TNamed
operator=
Clear
Clone
Compare
Copy
FillBuffer
GetName
GetTitle
Hash
IsSortable
SetName
SetNameTitle
SetTitle
ls
Print
Sizeof
Class
Class_Name
IsA
ShowMembers

HTask

owner
manual
isInitialised
isConnected
fIsTimed
fgIsA

@~HTask
connectTask
next
getTask
init
reinit
finalize
getConnections
getComposite
getOwner
setOwner
setConnections
setManual
isTimed
resetTimer
printTimer
Class
Class_Name
IsA
ShowMembers
Streamer

HReconstructor

fHistograms
fActive
fOutputs
fTimer
fgIsA

@~HReconstructor
execute
next
getTask
connectTask
getTable
getConnections
getComposite
setActive
IsFolder
Browse
isTimed
resetTimer
printTimer
Class
Class_Name
IsA
ShowMembers

HMdcTrackingEff

fNameRoot
out
single
pairs
iterTrkCand
iterTrkCandIdeal
iterGeantTof
iterGeantShower
catmHMdcTrkCand
catmHMdcTrkCandIdeal
catmHMdcSegSim
catmHMdcSegIdeal
catmHGeantTof
catmHGeantShower
catlHGeantKine
indSegId[2]
pSegId[2]
indSeg[2]
pSeg[2]
trkNrId
nEvnt

nKine
nSeg
nChi2
npair
nsingle
maxTrks
nSingle
nPairs
sizeInd
indexTable[6000]
dSingle[40]
dPairs[98]
offsetSeg1Kine
offsetSeg2Kine
offsetSeg1
offsetSeg2
offsetChi2
offsetPair
offsetSingle
fgIsA

@~HMdcTrackingEff
initVariables
resetDataArray
getSegPointers
getKineInfo
sameTrkSegments
findSameRealCand
getProcessString
sameDecay
resetIndexTable
fillIndexTable
printIndexTable
findPartner
hasPartner
fillSegData
fillKineData
findGeantMeta
fillNTuple
getLabPhiDeg

getThetaPairDeg
getPhiPairDeg
kineToSegPhiThetaDeg
pairPhiToLabDeg
pairThetaToLabDeg
fillVectorFromSeg
fillVectorFromKine
HMdcTrackingEff
HMdcTrackingEff
setOutputRoot
init
finalize
execute
Class
Class_Name
IsA
ShowMembers


